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SEQUENCE LISTING 



<110> Bihain, Bernard 
Bour, Barbara 
Bougueleret, Lydie 

<12 0> Schizophrenia Related Gene and Protein 



<130> 92.US2.CIP 



<150> 60/223,482 

<151> 2000-08-07 

<150> PCT/lBOl/01891 

<151> 2001-07-26 



<160> 6 



<170> Patent. pm 



<210> 1 

<211> 1104 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 87. .346 



161 



209 



305 



<400> 1 

ggcacgaggc agcgccgctg accctgtccg ccgcgggcgg ggacgcgggc ggaggaggcg 60 
ccgcggcgga gcccccggac gcgacc atg tgg gag gtg ctg ccc tac ggc gac 113 

Met Trp Glu Val Leu Pro Tyr Gly Asp 
1 5 
gag aag ctg age ccc tac ggc gac ggc ggc gac gtg ggc cag ate ttc 
Glu Lys Leu Ser Pro Tyr Gly Asp Gly Gly Asp Val Gly Gin lie Phe 
10 15 20 25 

tec tgc cgc ctg cag gac acc aac aac ttc ttc ggc gcc ggg cag aac 
Ser Cys Arg Leu Gin Asp Thr Asn Asn Phe Phe Gly Ala Gly Gin Asn 

30 35 40 

aag egg ccg ccc aag ctg ggc cag ate ggc egg age aag egg gtt gtt 257 
Lys Arg Pro Pro Lys Leu Gly Gin lie Gly Arg Ser Lys Arg Val Val 

45 50 55 

att gaa gat gat agg att gat gac gtg ctg aaa aat atg acc gac aag 
He Glu Asp Asp Arg He Asp Asp Val Leu Lys Asn Met Thr Asp Lys 

60 65 70 

gca cct ctg gtg tet aac tec cea aag aca atg agt taa gggagagaat 3 54 

Ala Pro Leu Val Ser Asn Ser Pro Lys Thr Met Ser * 

75 80 85 

aggaacggcg gtaacagtta ttggcaaaaa gcatgaaaag agaaagcact ttgaaattta 414 
ttactagctt gtacccacga tgaaatcaac aacctgtatc tggtatatgc ccggagacag 474 
attaggcgaa ggaggaagag agagagaaga aaggcttggg ccctctacaa ataaaataaa 534 
aaaaaaaaat ttaaaataat aaaatcccta tatcccatat aagaataaaa gagtctcagt 594 
geagtattgg caaaattaaa tccatttett tttaataegg gaatattgge attatagatc 654 
tggattttga ecacttaatg aagcggcace ccaggtgttt tgaggtgttg geattctteg 714 
ctgatttggc tgttcccaat gtttacatta tttaatcttg caaaaatggt tctgtgcact 774 
tggatgtgaa atgctgtcca gttttatttt ttttatgttg ttatccttgg atgtacaaaa 834 
aattcagaaa atgatctctg tagatattct gttttatttt ggtcatcttt agaagttatc 894 
aggaatgtgt ttaaaacaag aagagaactt ttctaaggaa tgatacatag aaaagatttt 954 
attttaaaat gagttgtaaa gcttgtgttt ctttgttgct geaagctatc tgcceaagtt 1014 
aatgcaaatg gaeacatttt ttatgtcaga aaaacaeaca eacacaeaca caeaeacaca 1074 
cacaeaeacg aaaaaaaaaa aaaaaaaaaa 



1104 
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<210> 2 
<211> 85 
<212> PRT 

<213> Homo sapiens 



<400> 2 














Met 


Trp 


Glu 


Val 


Leu 


Pro 


Tyr 


Gly 


1 








5 








Asp 


Gly 


Gly 


Asp 


Val 


Gly Gin 


He 








20 










Asn 


Asn 


Phe 


Phe 


Gly Ala 


Gly 


Gin 






35 










40 


Gin 


lie 


Gly 


Arg 


Ser 


Lys 


Arg 


Val 




50 










55 




Asp 


Val 


Leu 


Lys 


Asn 


Met 


Thr 


Asp 


65 










70 






Pro 


Lys 


Thr 


Met 


Ser 









85 



Asp Glu Lys Leu Ser Pro Tyr Gly 

10 15 
Phe Ser Cys Arg Leu Gin Asp Thr 
25 30 
Asn Lys Arg Pro Pro Lys Leu Gly 
45 

Val He Glu Asp Asp Arg He Asp 
60 

Lys Ala Pro Leu Val Ser Asn Ser 
75 80 



<210> 3 

<211> 3189 

<212> DNA 

<213> Homo sapiens 



<400> 3 

ccctcccctc cccctccgcc cctcgcagcc ccgccgctcg cagctcccag tctgcctccc 60 

cgaaccggcg ccgccgcccg cactcgccgc aggaccggcc cgcccggctc ccggggtgcg 12 0 

ccctcctcgg tcccgcgccc tccgggctcg cagggacgtc tcctccctcc cggctcgcgg 180 

ccccgcccgg cccggccccc gcccagagcc ccagcgcgcc gaggatgtga gtcctgctcg 240 

cctctggcgg agcagcagcc actcgcgcgc ggagccggag cgcagcgcag cgcagccgcg 300 

ggcgctctcc gggccgctcg cgcgagtgcc gcgctcttgc cctagcggcg tcccccggcc 360 

tctcgccggc gccaccgccg cagcagcccg cgggccgtcc ccggccggcc gcccccggcc 42 0 

ccagcgccgc tgaccctgtc cgccgcgggc ggggacgcgg tcggaggagg cgccgcggcg 4 80 

gagcccccgg acgcgaccat gtcggaggtg ctgccctacg gcgacgagaa gctgagcccc 54 0 

tacggcgacg gcggcgacgt gggccagatc ttctcctgcc gcctgcagga caccaacaac 600 

ttcttcggcg ccgggcagaa caagcggccg cccaagctgg gccagatcgg ccggagcaag 660 

cggggtgagt tcgcggcccc cttgtctgac accccctttt tcccgcgccg cggcctgaac 720 

aagggttgcg gaggtctccc acccgctgga gcccgttcag acctgacgga atcccttctt 780 

gcagaattgg gggatcccgc actgcgggtc cggctgaagc gggtcgcagg aacgcgtccc 84 0 

cctaagccgg atccccggct gggtcaccct gggggcgtgg cggcttctag cagcagctgg 900 

gggtctccac ccgcgcggca aagtttgctt tttgatttgc gccccccacc cccgcctttt 960 

gcgcagtgta gtcacagctg cactcgctcc ataaccctgt ggggaggggg gcccaaggac 1020 

ccccagggga cggcgtgggg acctgcgtgg ggaggatccc attcctgcgg ggaaggctag 10 80 

ggtgttcggg tcgcacgggc ttttcattgt tacttggctt gggagggggt ttgccaggcc 114 0 

tgggcgatcc gcgcgagagc tggaaaagcc ccagagaggc ggagacgcag agaggctccg 12 0 0 

agaggagctc cagagacgcg gggacaatga gggggaccga cggctgcaga gagagactga 12 6 0 

gacgcaggga tggaggggag ggggtacgct ggagaccgag ggtggcagag accgagacaa 1320 

agctcccgag aggggagctg aagcgggaga gacagagccg aggacgcgcg tttggggagg 13 80 

acgcagaagc cgccgaaaca ataagggcga ccgacacctt agacagggag agacagagac 1440 

ctcgatcggc tgccggccgt cgcgccgagg gacgatggag ggactgagaa aggcgaggct 1500 

aagtcgagac ggtaagagag gccgaggtta cggcatgtgt ccctggcagg cagcgaaggg 1560 

aggctctgac ctctgcggca gcggggagcg cggggcggcc gagtcagtcg gccagcggct 162 0 

gggagagggc gcgcaggagg gggcgcccgc ccaggccagg ccctaacccc cacccgctgc 16 8 0 

gcgtcgtggg aaccggtttt ggcgtcccct cctggttccg ctcatctccg cacctagcct 1740 

tgcccaccgg agctgcgctc gggacttacc tggggtcccg agacccaaag actttggctc 1800 

cctctcctat cccagctcca gacatttctg tctaaattag tgcgcctggt gcggggagga 1860 

cgcgggccag tgcgcgccct ggctgcagca ggagcggctg ggttggcgcc ctctgtttcc 192 0 

ttttctcaga atggagctgg gacgcaggct ggaggataga gggtggtggg tggttcagag 1980 

gaaagcaggg aagggacccc tggcagggac ggaggatgga gctgtttcac cgcgcagtga 2 04 0 

gccctgctcc ctcgccctct cctctcccga cctcccactc tgggcataac gggaaatgtc 2100 

agagacctct ggctaggccc cagcgcgctc acctctcttt tccccccttt ttttgcagtt 2160 

gttattgaag atgataggat tgatgacgtg ctgaaaaata tgaccgacaa ggcacctcct 2220 
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ggtgtctaac 
tattggcaaa 
cgatgaaatc 
aggaggagga 
aattttaaaa 
gttgcagcta 
attatagatc 
tggcattctt 
gttctgtgca 
ggatgtacaa 
ttagaagtta 
agaaaagatt. 
tctgcccaag 
cacacacaca 
ccccttgcag 
ctctttaatg 
aggctttta 



tcccccaaag 
aagcatgaaa 
aacaacctgt 
ggagaaggct 
ataataaaaa 
tttgtcaaaa 
tggattttga 
cgctgatttg 
cttggatgtg 
aaaattcaga 
tcaggaatgt 
ttattttaaa 
ttaatgcaaa 
cacacacaca 
tctgttgtgt 
gactgtaaaa 



acaatgagtt 
agagaaagca 
atctggtatc 
ctgggctcct 
ttcactatat 
ttaatatcca 
accacttaat 
gctgttccca 
aaatgctgtc 
aaatgatctc 
gtttaaaaca 
atgagttgta 
tggacacatt 
cgaaaaacaa 
gagcagcctg 
aaatgtaatc 



aagggagaga 
ctttgaaatt 
aggccgggag 
ctgcaaaaat 
acacatataa 
tttcttttta 
gaagcggcaa 
atgtttacat 
cagttttatt 
tgtagatatt 
agaagagaac 
aagcttgtgt 
ttttatgtca 
agaaaaaaat 
tttatttctc 
acaagagtgc 



ataagaacgg 
tattactagc 
acagatgagg 
aaaaataaaa 
agaaataaaa 
tatacggtga 
caccaggtgt 
tatttaatct 
ttttttatgt 
ctgttttatt 
ttttctaagg 
ttctttgttg 
gaaaaacaca 
gcttgagctt 
taatattatg 
caaattcttg 



cggtaacagt 
ttgctaccca 
cgagaggagg 
aaataaataa 
agaagtctca 
atattgcgca 
tttgaggtgt 
tgcaaaaatg 
tgttatcctt 
ttggtcatct 
aatgatacat 
ctgcaagcta 
cacacacaca 
tttctaactt 
tcagtttatt 
aaatgccaaa 



2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3189 



<210> 4 

<211> 1779 

<212> DNA 

<213> Homo sapiens 



<400> 4 

atggagacag 

gacgcggccc 

cgaatgtgga 

acttctacca 

gacttctgga 

cagacagccg 

acagctgcca 

gccatggacc 

ccagacagtg 

attggcttga 

atctccgtga 

cgagtgcagc 

tcggacgccg 

ctcatctcca 

atgggaaccc 

gggaagaatc 

cgcactgagc 

gagcctggag 

gagatgacag 

gtggagggtg 

gagacgatca 

acgctgagcc 

cgagggagct 

gtcctcctat 

accgagagcg 

gagacccacg 

cacggcgtgc 

ccctacaccg 

tatctcgagg 

ctgaatagcg 



acacactcct 

agccggccag 

cctgcaacta 

aagctgaaag 

accgcgaggc 

ccaagaacct 

ggatcctaaa 

gcttcccata 

gagccacagc 

gtgcagccgc 

tgaatcgggc 

acgcctcgcc 

acgtgcctgc 

acatggacat 

cagaccctga 

tggtgcagga 

tcatgcaggc 

acatgaaata 

aggctgccct 

gtcgcatcga 

tgttcgacga 

tcgtcactgc 

ccatcttcgg 

acggaaacgg 

agagcgggag 

caggcgagga 

aggagcagac 

cctgcgacct 

aagcgctctc 

ccgtcgacca 



gctatgggta 

gcgcgcgcgc 

caaccagcaa 

aagatcttcc 

agccgaggcc 

catcatcttc 

agggcagaag 

tgtggctctg 

cacggcctac 

ccgctttaac 

caagaaagca 

agccggcacc 

ctcggcccgc 

tgacgtgatc 

gtacccagat 

atggctggcg 

ttccctggac 

cgagatccac 

gcgcctgctg 

ccatggtcat 

cgccattgag 

cgaccactcc 

gctggcccct 

tccaggctat 

ccccgagtat 

cgtggcggtg 

cttcatagcg 

ggcgcccccc 

tctagaaggg 

tcatcatcat 



ctgctgctct 

cgtacgtacg 

aaagaccagt 

ggaatcatcc 

ctgggtgccg 

ctgggcgatg 

aaggacaaac 

tccaagacat 

ctgtgcgggg 

cagtgcaaca 

gggaagt:cag 

tacgcccaca 

caggaggggt 

ctaggtggag 

gactacagcc 

aagcgccagg 

ccgtctgtga 

cgagactcca 

agcaggaacc 

catgaaagca 

agggcgggcc 

cacgtcttct 

ggcaaggccc 

gtgctcaagg 

cggcagcagt 

ttcgcgcgcg 

cacgtcatgg 

gccggcacca 

cccgaacaaa 

catcattga 



gggttccagg 

aagcttacca 

catgcaacca 

cagttgagga 

ccaagaagct 

ggatgggggt 

tggggcctga 

acaatgtaga 

tcaagggcaa 

cgacacgcgg 

tgggagtggt 

cggtgaaccg 

gccaggacat 

gccgaaagta 

aaggtgggac 

gtgcccggta 

cccatctcat 

cactggaccc 

cccgcggctt 

gggcttaccg 

agctcaccag 

ccttcggagg 

gggacaggaa 

acggcgcccg 

cagcagtgcc 

gcccgcaggc 

ccttcgccgc 

ccgacgccgc 

aactcatctc 



ttccactggt 

gcctctagaa 

caaggaaata 

ggagaacccg 

gcagcctgca 

gtctacggtg 

gatacccctg 

caaacatgtg 

cttccagacc 

caacgaggtc 

aaccaccaca 

caactggtac 

cgctacgcag 

catgtttccc 

caggctggac 

tgtgtggaac 

gggtctcttt 

ctccctgatg 

cttcctcttc 

ggcactgact 

cgaggaggac 

ctaccccctg 

ggcctacacg 

gccggatgtt 

cctggacgaa 

gcacctggtt 

ctgcctggag 

gcacccgggt 

agaagaggat 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1779 



<210> 5 

<211> 90 

<212> DNA 

<213> Homo sapiens 



<400> 5 

cag cct eta gaa cga atg tgg acc tgc aac tac aac cag caa aaa gac 
Gin Pro Leu Glu Arg Met Trp Thr Cys Asn Tyr Asn Gin Gin Lys Asp 



48 
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1 5 
cag tea tgc aac cac aag gaa 
Gin Ser Cys Asn His Lys Glu 
20 



10 15 
ata act tct acc aaa get gaa 
lie Thr Ser Thr Lys Ala Glu 
25 30 



<210> 6 
<211> 592 
<212> PRT 

<213> Homo sapiens 



<400> 6 

Met Glu Thr Asp 
1 

Gly Ser Thr Gly 
20 

Tyr Glu Ala Tyr 
35 

Gin Gin Lys Asp 
50 

Ala Glu Arg Arg 
65 

Asp Phe Trp Asn 

Leu Gin Pro Ala 
100 

Asp Gly Met Gly 
115 

Gin Lys Lys Asp 
130 

Phe Pro Tyr Val 
145 

Pro Asp Ser Gly 

Asn Phe Gin Thr 
180 

Asn Thr Thr Arg 
195 

Lys Ala Gly Lys 
210 

Ala Ser Pro Ala 
225 

Ser Asp Ala Asp 

lie Ala Thr Gin 
260 

Gly Gly Arg Lys 
275 

Pro Asp Asp Tyr 
290 

Val Gin Glu Trp 
305 

Arg Thr Glu Leu 

Met Gly Leu Phe 

340 

Ser Thr Leu Asp 
355 

Leu Leu Ser Arg 
370 

Arg lie Asp His 
385 

Glu Thr lie Met 



Thr Leu Leu Leu 
5 

Asp Ala Ala Gin 

Gin Pro Leu Glu 
40 

Gin Ser Cys Asn 
55 

Ser Ser Gly lie 
70 

Arg Glu Ala Ala 
85 

Gin Thr Ala Ala 

Val Ser Thr Val 
120 

Lys Leu Gly Pro 

135 

Ala Leu Ser Lys 
150 

Ala Thr Ala Thr 
165 

lie Gly Leu Ser 

Gly Asn Glu Val 
200 

Ser Val Gly Val 
215 

Gly Thr Tyr Ala 
230 

Val Pro Ala Ser 
245 

Leu lie Ser Asn 

Tyr Met Phe Pro 
280 

Ser Gin Gly Gly 
295 

Leu Ala Lys Arg 
310 

Met Gin Ala Ser 
325 

Glu Pro Gly Asp 

Pro Ser Leu Met 
360 

Asn Pro Arg Gly 
375 

Gly His His Glu 
390 

Phe Asp Asp Ala 
405 



Trp Val Leu Leu 
10 

Pro Ala Arg Arg 
25 

Arg Met Trp Thr 

His Lys Glu lie 
60 

lie Pro Val Glu 
75 

Glu Ala Leu Gly 
90 

Lys Asn Leu lie 
105 

Thr Ala Ala Arg 

Glu lie Pro Leu 
140 

Thr Tyr Asn Val 

155 

Ala Tyr Leu Cys 
170 

Ala Ala Ala Arg 
185 

lie Ser Val Met 

Val Thr Thr Thr 
220 

His Thr Val Asn 
235 

Ala Arg Gin Glu 

250 

Met Asp lie Asp 
265 

Met Gly Thr Pro 

Thr Arg Leu Asp 
300 

Gin Gly Ala Arg 
315 

Leu Asp Pro Ser 
330 

Met Lys Tyr Glu 
345 

Glu Met Thr Glu 

Phe Phe Leu Phe 
380 

Ser Arg Ala Tyr 
395 

lie Glu Arg Ala 
410 



Leu Trp Val Pro 
15 

Ala Arg Arg Thr 
30 

Cys Asn Tyr Asn 

45 

Thr Ser Thr Lys 

Glu Glu Asn Pro 
80 

Ala Ala Lys Lys 
95 

lie Phe Leu Gly 
110 

lie Leu Lys Gly 
125 

Ala Met Asp Arg 

Asp Lys His Val 
160 

Gly Val Lys Gly 
175 

Phe Asn Gin Cys 
190 

Asn Arg Ala Lys 
205 

Arg Val Gin His 

Arg Asn Trp Tyr 
240 

Gly Cys Gin Asp 
255 

Val lie Leu Gly 

270 

Asp Pro Glu Tyr 
285 

Gly Lys Asn Leu 

Tyr Val Trp Asn 
320 

Val Thr His Leu 
335 

lie His Arg Asp 
350 

Ala Ala Leu Arg 

365 

Val Glu Gly Gly 

Arg Ala Leu Thr 
400 

Gly Gin Leu Thr 
415 
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Ser Glu Glu Asp 
420 

Phe Ser Phe Gly 
435 

Ala Pro Gly Lys 
450 

Gly Asn Gly Pro 
465 

Thr Glu Ser Glu 

Pro Leu Asp Glu 
500 

Arg Gly Pro Gin 
515 

lie Ala His Val 
530 

Cys Asp Leu Ala 
545 

Tyr Leu Glu Glu 

Ser Glu Glu Asp 
580 



Thr Leu Ser Leu 

Gly Tyr Pro Leu 
440 

Ala Arg Asp Arg 
455 

Gly Tyr Val Leu 
470 

Ser Gly Ser Pro 

485 

Glu Thr His Ala 

Ala His Leu Val 
520 

Met Ala Phe Ala 

535 

Pro Pro Ala Gly 
550 

Ala Leu Ser Leu 
565 

Leu Asn Ser Ala 



Val Thr Ala Asp 
425 

Arg Gly Ser Ser 

Lys Ala Tyr Thr 
460 

Lys Asp Gly Ala 
475 

Glu Tyr Arg Gin 

490 

Gly Glu Asp Val 
505 

His Gly Val Gin 

Ala Cys Leu Glu 
540 

Thr Thr Asp Ala 

555 

Glu Gly Pro Glu 
570 

Val Asp His His 
585 



His Ser His Val 
430 

lie Phe Gly Leu 
445 

Val Leu Leu Tyr 

Arg Pro Asp Val 
480 

Gin Ser Ala Val 
495 

Ala Val Phe Ala 

510 

Glu Gin Thr Phe 
525 

Pro Tyr Thr Ala 

Ala His Pro Gly 
560 

Gin Lys Leu lie 
575 

His His His His 
590 
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